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Learning Objectives

Upon completion of this presentation, 

learners should be able to:

ÅAppraise where antiretroviral drugs work and 

how the mechanism of action translates into 

drug efficacy and drug resistance

ÅAssess how pathogenesis concepts impact HIV 

policy, including the National AIDS Strategy



What is a retrovirus?

It is a virus that:

1. Was discovered in the 60ôs during the 

counter-culture revolution

2. Set mankind back by 50 years

3. Plays records backwards

4. Transcribes RNA into DNA

5. All of the above



HIV originated in:

1. Dogs in South Africa

2. Monkeys in Zanzabar

3. Chimpanzees in Cameroon

4. Leopards in Liberia

5. Gays in the Military
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HIV/SIV Nomenclature

M. Worobey, 2007



A case:  WEAU

Å23 yo Male 

Å3 days of fever, myalgias, anorexia, 

diarrhea, and sore throat

Exam 

ÅFebrile, Skin rash, pharnygeal erythema, 

lymphadenopathy

Lab

ÅWBC 2,300 ï43% lymphs, 12% mono, 

45% polys

ÅMonospot / HIV EIA / WB:  Negative 





Which of the following is the most 

likely diagnosis

1. Mononucleosis (EBV)

2. CMV infection

3. Toxoplasma gondiiinfection

4. HIV infection

5. Group A Streptococcal infection



Natural History and Laboratory Staging of HIV Infection
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Productive Infection by a Single Virus

Sequences compared to Consensus PRB956

59% identical to Consensus

Keele et al., PNAS 2008



Productive Infection by Two Viruses

Sequences compared to Consensus SC33

58% identical to consensus A

57% identical to consensus B

Keele et al., PNAS 2008
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Conclusion:  The consensus env sequence at peak viremia most often corresponds to the env 

sequence of the transmitted virus (Keele et al., PNAS 2008).
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